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Figure S1. Heatmap analysis of different proteins between UA_Ultrasonication and 

SDS_Ultrasonication methods. 
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Figure S2. GO analysis of different proteins between UA_Ultrasonication and SDS_Ultrasonication 

methods. 
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Figure S3. Statistical analysis of gray value based on western blot. 

 



S-5 

 

Figure S4. Overall experimental design and flow chart. 

 

 


